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1. An isolated nucleic acid molecuJLe comprising a 
nucleotide sequence selected from the group obnsisting of: 

(a) the nucleotide sequence as set foorth in at least one 
of SEQ ID NO:l, SEQ ID NO : 4 , and SEQ ID N)2) : 6 ; 

(b) a nucleotide sequence encoding the polypeptide as 
set forth in at least one of SEQ IDyNO:2, SEQ ID NO: 5, and SEQ 
ID NO:7; 

(c) a nucleotide seq^fence which hybridizes under 
moderately or highly strinq^nt conditions to the complement of 

(a) or (b) , wherein the polypeptide encoded by the nucleotide 
sequence has an activity of the polypeptide as set forth in at 
least one of SEQ ID ^:2, SEQ ID NO : 5 ; and SEQ ID NO: 7; and 

(d) a nucleoside sequence complementary to any of (a) 

(c) . 



20 



25 



30 



2. An isolated nucleic acid rpolecule comprising a 
nucleotide sequence selected from the '^roup consisting of: 

(a) a nucleotide sequence encjZKiing a polypeptide that is 
at least about 7 0 percent identical to the polypeptide as set 
forth in at least one of SEQ ID/NO :2, SEQ ID NO: 5, and SEQ ID 
NO: 7, wherein the polypepti/ae has an activity of the 



polypeptide as set forth in^ 
ID NO: 5, and SEQ ID NO : 7 ; 



It least one of SEQ ID NO: 2, SEQ 



(b) a nucleotide sejquence encoding an allelic variant or 
splice variant of the nucleotide sequence as set forth in at 
least one of SEQ ID/NO: 1, SEQ ID NO : 4 , and SEQ ID NO: 6, 
wherein the encode^^ polypeptide has an activity of the 
polypeptide as set/forth in at least one of SEQ ID NO : 2 , SEQ 
ID NO : 5 , and SEQ AD NO : 7 ; 



171 



• 



in 



(c) a nucleotide sequence of at least one/ of SEQ ID 
NO:l, SEQ ID NO : 4 , and SEQ ID NO : 6 ; (a); or (h^ encoding a 
polypeptide fragment of at least about 25 amino Acid residues, 
wherein the polypeptide has an activity of the/polypeptide as 

5 set forth in at least one of SEQ ID NO: 2, SEQ /ID NO: 5, and SEQ 
ID NO:7; 

(d) a nucleotide sequence of at learst one of SEQ ID 
NO:l, SEQ ID NO : 4 , and SEQ ID NO : 6 , or ^) - (c) comprising a 
fragment of at least about 16 nucleotides; 

10 (e) a nucleotide sequence which hybridizes under 

moderately or highly stringent conditions to the complement of 
any of (a) - (d) , wherein the polypeptide encoded by- the 
nucleotide sequence has an activity pf the polypeptide as set 
forth in at least one of SEQ ID NO:/2, SEQ ID NO : 5 , and SEQ ID 
.15 NO: 7; and 

II if) a nucleotide sequenc^^omplementary to any of (a) 

(c) . 

JSz! 3. An isolated nucleic acid molecule comprising a 

M 20 nucleotide sequence selected/from the group consisting of: 

(a) a nucleotide sequence encoding a polypeptide as set 
forth in at least one of /SEQ ID NO:2, SEQ ID NO : 5 , and SEQ ID 
NO : 7 , with at least one/ conservative amino acid substitution, 
wherein the polypeptide has an activity of the polypeptide as 

2 5 set forth in at least/ one of SEQ ID NO:2, SEQ ID NO: 5, and SEQ 

ID N0:7; 

(b) a nucleot/ide sequence encoding a polypeptide as set 
forth in at leas/ one of SEQ ID NO: 2, SEQ ID NO: 5, and SEQ ID 

NO: 7, with at /least one amino acid insertion, wherein the 

/ ^' 

3 0 polypeptide hars an activity of the polypeptide as set forth rn 

at least one/of SEQ ID NO: 2, SEQ ID NO : 5 , and SEQ ID NO: 7; 
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(c) a nucleotide sequence encoding a polypeptide as set 
forth in at least one of SEQ ID NO:2, SEQ ID N^5, and SEQ ID 
NO: 7, with at least one amino acid delet;ran, wherein the 
polypeptide has an activity of the polypeptide as set forth in 
at least one of SEQ ID NO: 2, SEQ ID NO: 5, /and SEQ ID NO:7; 



(d) a nucleotide sequence encoding a polypeptide as set 
forth in at least one of SEQ ID N0:2/ SEQ ID NO: 5, and SEQ ID 
NO: 7, which has a C- and/or N- te/minal truncation, wherein 
the polypeptide has an activity /of the polypeptide as set 
forth in at least one of SEQ ID/NO:2, SEQ ID NO:5,and SEQ ID 
NO : 7 ; 

(e) a nucleotide sequent encoding a polypeptide as set 
forth in at least one of S?^ID NO:2, SEQ ID NO : 5 , and SEQ ID 
NO: 7, with at least one m6dif ication selected from the group 
consisting of amino acid ysubst itutions, amino acid insertions, 
amino acid deletions, yC- terminal truncation, and terminal 
truncation, wherein tihe polypeptide has an activity of the 
polypeptide as set fyorth in at least one of SEQ ID NO: 2, SEQ 
ID NO: 5, and SEQ IDyNO:7; 

(f ) a nucleotide sequence of (a) - (e) comprising a 
fragment of at l^l^st about 16 nucleotides; 

(g) a iiticleotide sequence which hybridizes under 
moderately or /highly stringent conditions to the complement of 
any of (a)/(f), wherein the polypeptide encoded by the 
nucleotide /sequence has an activity of the polypeptide as set 
forth in ^4 least one of SEQ ID NO:2, SEQ ID NO: 5, and SEQ ID 
NO : 7 ; an9 

a nucleotide sequence complementary to any of (a) - 

(e) 




4 . A vector comprlsin 
Claim 1, 2, or 3 . 




the nucleic acid molecule of 
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5. A host cell comprising the nucleic acid /nolecule of 
claim 1, 2 or 3. / 

6. A host cell comprising the nucleic/acid molecule of 
claim 1, 2 or 3 operatively linked to a ^regulatory sequence 
other than the promoter for a native/ IL-17 receptor like 
polypept ide . / 

7. A host cell modified/ by transformation or 
transfection with a regulatory micleic acid, wherein said 
regulatory nucleic acid promotes /transcript ion or translation 
of a nucleic acid comprising the; sequence of SEQ ID NO: 1, 4, 
or 6 or an allelic variant or a^fragment thereof. 

8. The host cell of claim 7 wherein the regulatory 
nucleic acid sequence is a promoter. 

9. The host cell of claim 7 wherein the regulatory 
nucleic acid is a transcription factor. 

10. The host cell of Claim 5 thaV is a eukaryotic cell. 

11. The host cell of Claim s/that is a prokaryotic cell. 

12. A process of producing an IL-17 receptor like 
polypeptide comprising cul;lfuring the host cell of Claim 5, 6 
or 7 under suitable condd^tions to express the polypeptide, and 
optionally isolating j>ne polypeptide from the culture. 



13. A polypeptide produQ^I'^by the process of Claim 12. 




linked 



:er,DNA other than the promoter DNA 
ceptor like polypeptide operatively 
ncoding the IL-17 receptor like 



^herein the nucleic acid 



polypept i^e<^"^ 

15. The isolated nucleic acid yfnolecule according to 
Claim 2 wherein the percent identity/ is determined using a 



BLASTP, BLiASTN, FASTA, BIiASTA, BliASTYJ, BestFit, and the Smith- 
Waterman algorithm, / 

16. A process for detecting jk candidate inhibitor of IL- 
17 receptor like polypeptide activity or production comprising 
exposing a cell according to Claim 5, S, 1, 10 or 11 to the 
candidate inhibitor, detecting IL-17 receptor like polypeptide 
activity or production in said/cell, and comparing activity of 
IL-17 receptor like polypejycide in cells exposed to the 
candidate inhibitor with act/vity in cells not exposed to the 
candidate inhibitor. 

17. A process for defecting a candidate stimulator of IL- 
17 receptor like polypeptide activity or production comprising 
exposing a cell according to Claim 5, 6, 7, 10 or 11 to the 
candidate stimulator/ detecting IL-17 receptor like 
polypeptide activity production in said cell, and comparing 
activity of IL-17 receptor like polypeptide in cells exposed 
to the candidate st/lmulator with activity in cells not exposed 
to the candidate stimulator. 

18. An isolated polypeptide comprising the mature amino 
acid sequence /4et forth in at least one of SEQ ID NO: 2, SEQ ID 
NO: 5, and SE(/ ID NO: 7. 



computer program selected from the 



oup consisting of GAP, 
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19. An isolated polypeptide comprising they/amino acid 
sequence selected from the group consisting of: 

(a) the mature amino acid sequence of at ]/feast one of SEQ 
ID NO: 2, SEQ ID NO : 5, and SEQ ID NO: 7, comprising a mature 

5 amino terminus at residue 1, optionally fu}?ther comprising an 
amino terminal methionine ; 

(b) an amino acid sequence for an ortholog of at least one 
of SEQ ID NO: 2, SEQ ID NO : 5 , and SBQ ID NO : 7 , wherein the 
encoded polypeptide has an activity /of the polypeptide as set 

10 forth in at least one of SEQ ID Nq/2, SEQ ID NO: 5, and SEQ ID 
NO : 7 ; 

(c) an amino acid sequenG^e that is at least about 70 
M percent identical to the amino acid sequence of at least one 
% of SEQ ID NO: 2, SEQ ID ^p/s , and SEQ ID NO : 7 , wherein the 

'ass' ll'Sr^ 

IjU 15 polypeptide has an act ivitip^ pf the polypeptide as set forth in 
at least one of SEQ ID NOr2, SEQ ID NO: 5, and SEQ ID NO : 7 ; 

1^1 (d) a fragment of/ the amino acid sequence set forth in at 

least one of SEQ ^ NO: 2, SEQ ID NO : 5 , and SEQ ID NO : 7 
comprising at leas^ about 25 amino acid residues, wherein the 
20 polypeptide has an activity of the polypeptide as set forth in 
at least one of/SEQ ID NO: 2, SEQ ID NO: 5, and SEQ ID N0:7; 

(e) an /amino acid sequence for an allelic variant or 
splice variant of either the amino acid sequence as set forth 
in at least one of SEQ ID NO : 2 , SEQ ID NO : 5 , and SEQ ID NO : 7 , 
25 or at ydeast one of (a) - (b) wherein the polypeptide has an 
acti\?>ity of the polypeptide as set forth in at least one of 
SEQ/ ID NO: 2, SEQ ID NO : 5 , and SEQ ID NO : 7 . 



30 
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21. An isolated polypeptide encoded by the nucleic acid 
molecule of Claim 1, 2, or 3. / 



22. A polypeptide according to claim /19 or 20 wherein 
the amino acid at position 167 of SEQ ID NO: 2, amino acid at 
position 225 of SEQ ID NO: 5 or the amine/ acid at position 50 
of SEQ ID NO: 7 is leucine, isoleucinef, valine, methionine, 
or phenylalanine. / 

23. A polypeptide according claim 19 or 20 wherein 
the amino acid at position 261 of /SEQ ID NO : 2, amino acid at 
position 319 of SEQ ID NO : 5 or tme amino acid at position 144 
of SEQ ID NO: 7 is cysteine, sea/ine or alanine. 

24. A polypeptide acedpding to claim 19 or 20 wherein 
the amino acid at position/^9 of SEQ ID NO: 2, amino acid at 
position 357 of SEQ ID NO or the amino acid at position 212 
of SEQ ID NO: 7 is leucii^, norleucine, glutamine, asparagine, 
arganine, or 1,4, diamine -butyric acid. 

25. .A polypeptide according to claim 19 or 20 wherein 
the amino acid at pcfeition 313 of SEQ ID NO: 2, amino acid at 
position 371 of SEy ID NO: 5 or the amino acid at position 196 
of SEQ ID NO: 7 is/ tyrosine, phenylalanine or tryptophan. 

26. A pol/ypeptide according to claim 19 or 20 wherein 
the amino acidr at position 413 of SEQ ID NO: 2, amino acid at 
position 471 /of SEQ ID NO: 5 or the amino acid at position 296 
of SEQ ID N(Z): 7 is glycine, proline or alanine . 

27. y A polypeptide according to claim 19 or 20 wherein 
the ami^o acid at position 433 of SEQ ID NO: 2, amino acid at 
position 491 of SEQ ID NO: 5 or the amino acid at position 313 
of SE!q id NO: 7 is asparatic acid or glutamic acid. 
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20. An isolated polypeptide comprising the amino acid 
sequence selected from the group consisting of: 

(a) the amino acid sequence as set forth in at lea^t one 
of SEQ ID NO: 2, SEQ ID NO: 5, and SEQ ID NO: 7, with At least 
one conservative amino acid substitution, whefrein the 
polypeptide has an activity of. the polypeptide as ^et forth in 
at least one of SEQ ID NO : 2 , SEQ ID NO: 5, and SEQ^ID NO:7; 

(b) the amino acid sequence as set forth An at least one 
of- SEQ ID NO: 2, SEQ ID NO : 5 , and SEQ ID No/l , with at least 

10 one amino acid insertion, wherein the j>olypeptide has an 
activity of the polypeptide as set fortl?^ in at least one of 
SEQ ID NO: 2, SEQ ID NO : 5 , and SEQ ID NOy?; 

(c) the amino acid sequence as ^et forth in at least one 
of SEQ ID NO:2, SEQ ID NO: 5, and ^EQ ID NO : 7 , with at least 

15 one amino acid deletion, whe/T^n the polypeptide has an 
activity of the polypeptide ajfc^et forth in at least one of 
SEQ ID NO : 2 , SEQ ID NO : 5 , and ^g^Q ID NO : 7 ; 

(d) the amino acid seodence as set forth in at least one 
of SEQ ID NO: 2, SEQ ID N0 : 5 , and SEQ ID NO : 7 which has a C- 

20 and/or N-terminal truncation, wherein the polypeptide has an 
activity of the polypeptide as set forth in at least one of 

PNO:5, and SEQ ID NO : 7 ; and 
icid sequence as set forth in at least one 
ID NO: 5, and SEQ ID NO: 7, with at least 
Lected from the group consisting of amino 
amino acid insertions, amino acid 
al truncation, and N-terminal truncation, 
:ide has an activity of the polypeptide as 
t one of SEQ ID NO : 2 , SEQ ID NO : 5 , and SEQ 
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28. The isolated polypeptide according to Claj^ 19 
wherein the percent identity is determined using a obmputer 
program selected from the group consisting of GAP ,/ BLASTP, 
BLASTN, FASTA, BLASTA, BLASTX, BestFit, and the Smij?h- Waterman 
algorithm. 
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29, An antibody produced by immunizing ej\ animal with a 
peptide comprising an amino acid sequence at least one of 
SEQ ID NO: 2, SEQ ID NO: 5, and SEQ ID NO : 7 

30. An antibody or fragment thereof that specifically 
binds the polypeptide of Claim 18, 19, /20 or 21. 



31. The antibody of Claim 
antibody. 



that is a monoclonal 



32. A hybridoma that prodi^es a monoclonal antibody that 
binds to a peptide comprisir]%^an amino acid sequence of at 
least one of SEQ ID NO: 2, SEo/lV NO : 5 , and SEQ ID NO: 7 

33. A method of detecting or quantitating the amount of 
IIj-17 receptor like polypeptide using the anti-IL-17 receptor 
like antibody or fragmem: of Claim 29, 30, or 31 



25 34. A selective binding agent or fragment thereof that 

specifically binds/ at least one polypeptide wherein said 

polypeptide comprises the amino acid sequence selected from 
the group consisting of: 

a) the amino acid sequence as set forth in at least one 
3 0 of SEQ ID NO:2, SEQ ID NO: 5, and SEQ ID NO : 7 ; and 

b) a . fragment of the amino acid sequence set forth in at 
l^st one of SEQ ID NO: 2, SEQ ID NO: 5, and SEQ ID 

/NO : 7 ; and 
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45. A selective binding agent or fragment thereof 
comprising at least one complementarity determinltig region 
with specificity for a polypeptide having the / amino acid 
sequence of at least one of SEQ ID NO: 2, SEQ ID MO: 5, and SEQ 
5 ID NO: 7. / 



46. The selective binding agent of 
bound to a detectable label. 



.aim 34 which is 



m 



10 47. The selective binding agents of Claim 34 which 

antagonizes IL-17 receptor like /polypeptide biological 
activity, 

48- The selective binding/ agent of claim 34 which 
15 inhibits binding of IIj-17 receptor like polypeptide to an IL- 
17E ligand. 

49. A method for tresllcing^^^reventing, or ameliorating a 
disease, condition, or d/sord^ obmprising administering to a 
20 patient an effective ^cimount of a selective binding agent 
according to Claim 34,/ 47 or 48. 
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50. A select/ve binding agent produced by immunizing an 
animal with a polypeptide having the amino acid sequence of at 
least one of SEg ID NO: 2, SEQ ID NO: 5, and SEQ ID NO: 7. 
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51. A y^iybridoma that produces a selective binding agent 
capable ofy^ binding a polypeptide according to Claim 1, 2, or 
3 . 

i2 . A composition comprising the selective binding agent 
of idlaim 34, 47, or 48 and a pharmaceutical ly acceptable 
f oi^feulation agent . 
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53. A composition comprising the polypeptide Claim 
18, 19 or 20 and a pharmaceutically acceptable &6rmulation 
agent . 

54. The composition of Claim 5<3 wherein the 
pharmaceutically acceptable formulation y^ent is a carrier, 
adjuvant, solubilizer, stabilizer, or ap^i -oxidant 
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55. The composition of Claim/%3 wherein the polypeptide 
comprises the amino acid sequence^ as set forth in at least one 
of SEQ ID NO: 2, SEQ ID NO : 5 , ^i>d SEQ ID NO : 7 . 



56. A polypeptide 
polypeptide of Claim 18, 



fiprising 
r9, or 20. 



57 . The polypejj 
modified with a wat> 



ide of Claim 56 
soluble polymer. 



derivative of the 



which is covalently 
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58. The p6lypeptide of Claim 56 wherein the water- 
soluble polynj/^r is selected from the group consisting of 
polyethylen^ glycol , monomethoxy-polyethylene glycol , dextran, 
cellulose, X poly- (N-vinyl pyrrolidone) polyethylene glycol, 
propylep^ glycol homopolymers , polypropylene oxide /ethylene 
oxide/ CO -polymers, polyoxyethylated polyols, and polyvinyl 
alccmol . 




59. A composition comprising nucleic acid molecule of 
Claim 1, 2, or 3 and a pharmace^vt^cally acceptable formulation 
agent 

60. A compositiori^ of Claim 59 wherein said nucleic acid 
molecule is contairar^ in a viral vector. 
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62 . A fusion polypeptide comprising the polypeptide of 
Claim 18, 19, 20 or 21 fused to a heterologous amino acid 
sequence . 



10 



63. The fusion polypeptide of / Claim 62 wherein the 
heterologous amino acid sequence / is an immunoglobulin 
constant domain or fragment or varianjc thereof 
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64. A method for treating, preventing or ameliorating a 
medical condition in a mammal resulfting from decreased levels 
or activity of IL-17 receptor yflLike polypeptide comprising 
administering to a patient the poaypeptide of Claim 18, 19, or 
2 0 or the polypeptide encoded hy the nucleic acid of Claim 1, 
2 , or 3 . 



in 2 0 
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65. A method for treati^ 
medical condition in a mamrric 



preventing, or ameliorating a 
Resulting from decreased levels 



or activity of IL-17 reafeptor like polypeptide comprising 
administering to a patient an amount of a nucleic acid of 
claim 1, 2 or 3 or a nucleic acid that prom.otes transcription 
or translation of a nucleic acid claim 1, 2 or 3. 

66. A method fcSr treating, preventing or ameliorating a 
medical condition iyn a mammal resulting from increased levels 
or activity of 1^-17 receptor like polypeptide comprising 
administering a / selective binding agent of claim 34 to a 
patient . 




67. A /tiethod for treating, preventing or ameliorating a 
medical cor^dition in a mammal resulting from increased levels 
or activd/ty of IL-17 receptor like polypeptide comprising 
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administering an antisense oligonucleotide that inhibits 
transcription or translation of a nucleic acid of ^laim 1, 2 
or 3. 

68. A method of diagnosing a pathological <z!bndition or a 
5 susceptibility to a pathological condition in ac subject caused 

by or resulting from abnormal level of IL/a? receptor like 
polypeptide comprising : 

(a) determining the presence or ara6unt of expression of 
the polypeptide of Claim 18, 19, or/2 0 or the polypeptide 

10 encoded by the nucleic acid molecule yof Claim 1, 2, or 3 in a 
sample; and 

(b) comparing the level / of IL-17 receptor like 
polypeptide in a biological, ti/ssue or cellular sample from 
normal subjects or the subject: at an earlier time, wherein 

15 susceptibility to a pathological condition is diagnosed based 
on the presence or amount ofef expression of the polypeptide. 

69. A device, comprising: 

(a) a membrane suitable for implantation; and 

20 (b) cells encapsulated within said membrane, wherein said 

cells secrete a protein of Claim 18, 19, or 20, and wherein 
said membrane is permeable to said protein and impermeable to 
materials detrimental to said cells. 




25 70. A device, comprising: 

(a) a /membrane suitable for implantation; and 

(b) /the IL-17 • receptor like polypeptide encapsulated 
within said membrane, and wherein said membrane is permeable 
to saio polypeptide and impermeable to materials detrimental 



sai> 
sale 



3 0 to said polypeptide. 
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71. A method of identifying a compound which binds to a 
polypeptide comprising: / 

(a) contacting the polypeptide of jClaim 18, 19, 20 or 21 
with a compound; and / 

(b) determining the extent of ISinding of the polypeptide 
to the compound. / 

72. A method of modulating levels of a polypeptide in an 
animal comprising administerii?^g to the animai the nucleic acid 
molecule of Claim 1, 2, or 

73. A transgenic ncm-human mammal comprising the nucleic 
acid molecule of Claim/, 2, or 3. 

74 . A diagnostic reagent comprising a detectably labeled 
polynucleotide encoding the amino acid sequence set out in at 
least one of SEQ ID NO: 2, SEQ ID NO: 5 or SEQ ID NO : 7, or a 
fragment, variant or homolog thereof including allelic 
variants and spliced variants thereof. 

75. The diagnostic reagent of claim 74, wherein said 
labeled polynucleotide is a first-strand cDNA. 

76. A method for detecting the presence of IL-17 
receptor like nucleic acids io^^ biological sample comprising 
the steps of: /^j 

(a) providing a /biological sample suspected of 
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containing IL-17 receptor like nucleic acids; 
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(b) contacting the biological sample with a diagnostic 
reagent according to claim 7 5 under condi/tions wherein the 
diagnostic reagent will hybridize with nuc/eic acids contained 
in said biological sample; 

(c) detecting hybridization betwe/fen IL-17 receptor like 
nucleic acid in the biological sample and the diagnostic 
reagent ; and 

(d) comparing the level of /hybridization between the 
biological sample and diagnostic/ reagent with the level of 
hybridization between a known concentration of IL-17 receptor 
like nucleic acid and the diagnfostic reagent... 



/ecting the presence of IL-17 
in a tissue or cellular sample 



77. A method for 
receptor like nucleic ac;i^ds 
comprising the steps of: 

(a) providing a ytissue or cellular sample suspected of 
containing IL-17 receptor liken nucleic acids; 

(b) contacting the tissue or cellular sample with a 
diagnostic reagent according to claim 7 5 under conditions 
wherein the di^nostic reagent will hybridize with IL-17 
receptor like ]^(icleic acids; 

(c) det/4cting hybridization between IL-17 receptor like 
nucleic aold in the tissue or cellular sample and the 

/ 

diagnostic reagent; and 

(d/ comparing the level of hybridization between the 
tissue or cellular sample and diagnostic reagent with- the 
levea of hybridization between a known concentration of rL-17 
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receptor like nucleic acid and the diagnostic reagent 



78. The method of claim 
5 polynucleotide molecule is DNA. 



76 



or 77/ wherein said 



79. The method of claim 
polynucleotide molecule is RNA. 



76 



77 wherein said 



.0 10 

IB 

13 



15 



80. A method of identifying ^ candidate inhibitor of an 
interaction of an XL- 17 receptor /like polypeptide with an IL- 
17E ligand comprising detecting/binding of said IL-17 receptor 
like polypeptide to said ILyl7E ligand in the presence and 
absence of a test compound, ^and identifying said test compound 
as a candidate inhibitor j(^J^n said binding is decreased in the 
presence of said test coni6Q'und. 
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81. The method/ of claim 8 0 wherein said IIi-17E ligand 
comprises the matui^ protein amino acid sequence of SEQ ID NO: 
23 . 
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82. The /net hod of claim 80 wherein said IL-17 receptor 
like polypeptide comprises the mature protein amino acid 
sequence of/ SEQ ID NO : 2 , 5 or 7 . 



83/ A method of treating, preventing or ameliorating a 
pathological condition mediated by an IL-17E ligand comprising 
administering therapeutically effective amount of a molecule 
that/ specifically binds to IL-17E ligand or to an IL-17 
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receptor like polypeptide. / 

84. A method of inhibiting undesirable inte/action of 
IL-17 receptor like polypeptide with IL-17E liganc/ comprising 

5 administering a therapeutically effective amount yof a molecule 
capable of binding the IL-17 receptor like polypeptide or IL- 
17E ligand. / 

85. The method of claim 83 or 84 whferein said molecule 
10 is a candidate inhibitor identified by the method of claim 80. 

]^ 86. The method of claim 83 or/84 wherein said molecule 

I3 is a selective binding agent of cladmi 34. 

?i 15 87. The method of claim 83ybr 84 wherein said molecule is 

H a polypeptide of claim 18, ^UL 20 or 21 that binds IL-17E 

1^ ligand. 

88. The method ot/ claim 83 wherein said pathological 
2 0 condition is relateQ to immune system dysfunction, 

inflammation or infecjzion. 

89. A method of antagonizing the activity of an IL-17 
receptor like / polypeptide comprising administering an 

25 effective amount of a polypeptide of claim 18, 19, 20, 21, 62 
or 63 or anyiL-17 receptor like polypeptide selective binding 
agent, sma^^l molecule, antisense oligonucleotide, peptide or 
derivatives thereof having specificity for IL-17 receptor like 
polypeptide . 



